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Abstract
Research on Sugarcane yellow leaf virus has been reviewed by Rott et al., (2007) and Schenck
(2001). The following article covers those reviews with additional updates of recent research.
Yellow leaf caused by Sugarcane yellow leaf virus (SCYLV) was the most studied disease
of sugarcane during the last decade. The genome of SCYLV has been fully sequenced and
characterized, and the virus was recently assigned to the genus Polerovirus of the family
Luteoviridae. Molecular and immunological assays were developed to detect the virus in
symptomatic and asymptomatic plants. SCYLV is transmitted by the aphid vectors Melanaphis
sacchari and Rhopalosiphum maidis, and the pathogen was successfully transmitted via these
aphids to several species of Poaceae. Saccharum species are, however, the only known natural
hosts of SCYLV. Diversity studies showed that SCYLV is a variable virus, and several genotypes
of this pathogen have been described. One genotype was found in all studied geographical
locations from Africa, the Americas, and Asia, whereas two other genotypes were found in only 4
of 18 locations. Variation in capacity of infection and in virulence exists between genotypes or
isolates of SCYLV and use of sugarcane resistance to infection by the virus appears the most
promising means to control yellow leaf in the field.
Introduction
Yellow leaf syndrome is the name given to a disease that appeared in Hamakua, Hawaii
on variety H65-7052 in 1989 (Schenck, 1997). Diseased plants exhibited intense yellowing of
the leaf midrib and leaf necrosis proceeding from the tip toward the base of the leaf.
Subsequently, the same symptoms were reported from several countries (Comstock et al., 1994;
Lockhart et al., 1996), especially from Brazil where the disease caused significant yield losses in
widely grown cultivar SP71-6163 (Vega et al., 1997; Lockhart, Cronjé, 2000). However, genesis
of yellowleaf syndrome started most likely earlier because older reports of sugarcane leaf
yellowing exist, such as yellow wilt in East Africa in the 1960s (Ricaud, 1968).
Although both sides of the midrib can be yellow, a characteristic symptom of the disease
is an intense yellowing of the leaf midrib on the abaxial surface of mature leaves, and this
discoloration often occurs while the lamina is still green. In some sugarcane cultivars, leaves
show a red coloration of the midrib on the adaxial surface. Yellowing of the midrib and leaf
necrosis generally appears on the fourth or fifth and older leaves (Schenck, 2001). Dwarfing of
terminal internodes and tissue necrosis can also eventually be observed. Diseased plants show a
reduction of sucrose in stalks and an increase of sucrose accumulation in midribs (Fontaniella et
al., 2003; Gonçalves et al., 2005). Stress conditions such as water logging, drought and cool
winters favor symptom expression of yellow leaf (Comstock et al., 1994; Schenck, 2001.
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Izaguirre-Mayoral et al., 2002). In 2000, yellow leaf syndrome was reported in more than 35
sugarcane producing countries/locations worldwide (Lockhart, Cronjé, 2000), and this number is
still increasing (Avila et al., 2001; Garces et al., 2005).
First association of RNA with yellow leaf syndrome was reported in Hawaii in 1994
(Borth et al., 1994), and a luteovirus was found in diseased sugarcane from Florida and Brazil in
1995 (Lockhart et al., 1996; Vega et al., 1997). This virus was successfully transmitted from
infected plants to healthy plants with the aphid vectors Melanaphis sacchari and Rhopalosiphum
maidis (Scagliusi, Lockhart, 2000). Additionally, inoculated plants showed symptoms of leaf
yellowing, thus providing strong evidence that this virus was a causal agent of yellow leaf
syndrome. However, in Cuba, Mauritius and South Africa, a phytoplasma was associated with
sugarcane showing yellow leaf syndrome (Cronjé et al., 1998; Arocha et al., 1999; Aljanabi et
al., 2001). This phytoplasma was successfully transmitted in Cuba from diseased to healthy
sugarcane with the delphacid planthopper, Saccharosydne saccharivora (Arocha et al., 2005).
Leaf yellowing was also observed after inoculation of the sugarcane plants with the phytoplasma,
thus providing evidence that another pathogen was involved in yellow leaf syndrome. Recently,
in order to differentiate the diseases caused by the virus and the phytoplasma, the International
society of Plant Pathologists (ISPP) committee on common Names of Plant diseases suggested to
name the virus disease yellow leaf, and the disease caused by the phytoplasma leaf yellows. This
suggestion was approved by the ISSCT pathology committee at the 7 th ISSCT pathology
workshop that was held in Baton Rouge in Louisiana in 2003 (Rott et al., 2005).
Since the first description of yellow leaf syndrome in Hawaii in 1989, much research has
been devoted to this disease and the associated pathogens. Because the virus appears to be more
widespread than the phytoplasma (Smith et al., 2001), and because yield losses have been so far
demonstrated for the virus only, yellow leaf was the most studied disease of sugarcane during the
last decade.
Impact of yellow leaf on sugarcane yields
Characteristics such as stalk height, number of stalk internodes and virus population in
planta vary according to virus isolates, sugarcane cultivar, and environmental conditions.
However, these differences were not reproducible in repeated trials. Additional studies are
needed to further investigate importance of SCYLV strains on a world-scale basis and to identify
the genetic and environmental effects on virus multiplication and disease expression.
Negative impact of yellow leaf on sugarcane yields has been reported in several
countries. The 24% yield losses caused by SCYLV in the late 1980s in sugarcane cultivar SP716163 in Brazil are the largest known yield losses reported so far (Vega et al., 1997). Because of
this disease, cultivar SP71-6163 grown on thousands of hectares was phased out of production in
Brazil. Subsequently, potential impact of the disease was also demonstrated with field trials in
several countries. The incidence of SCYLV in commercial fields can reach 100% in susceptible
cultivars (Comstock et al., 1999, 2001; Viswanathan 2002; Rassaby et al., 2004), and the disease
can cause significant yield losses in susceptible cultivars even if infected plants do not exhibit
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overt disease symptoms (Grisham et al., 2001 and 2002; Rassaby et al., 2003). SCYLV can
affect stalk number, total reducing sugars, leaf area, chlorophyll content, and sugar transport
(Grisham et al., 2001; Izaguirre-Mayoral 2002; Viswanathan, 2002). Infected plants have been
shown to have an accumulation of sugars in the leaves. This was thought to be due to disruption
of the photosynthetic process (Gonçalves et al., 2005). They elucidated alterations in the
photosynthetic metabolism, at least partly due to a decrease in the ratio of chlorophyll a to
chlorophyll b. Lehrer et al. (2007) studied the starch and sucrose concentrations in infected and
uninfected plants and measured significant differences that suggested a reduction of
carbohydrate export associated with infection.
Diagnosis of SCYLV
Reverse transcription-polymerase chain reaction (RT-PCR) was the first technique
developed to diagnose the presence of a virus in symptomatic sugarcane with primers specific to
luteoviruses (Lockhart et al., 1996). The amplified product from a SCYLV isolate from Florida
was sequenced and used to design another set of primers (YLS111 and YLS462) that were
specific to SCYLV (Irey et al., 1997), and a specific RT-PCR protocol was developed
(Comstock et al., 1998). Subsequently, this set of primers was widely used to diagnose and
detect SCYLV in symptomatic and asymptomatic sugarcane plants (Aljanabi et al., 2001;
Chatenet et al., 2001; Moutia, Saumtally, 2001; Rassaby et al., 2004). More recently, other
SCYLV specific primers and real-time RT-PCR assays were developed (Gonçalves et al., 2002;
Korimbocus et al., 2002a).
The first antibodies specific to SCYLV were prepared by Ben Lockhart at University of
Minnesota with purified virus (Schenck et al., 1997; Scagliusi, Lockhart, 2000), and these
polyclonal antibodies were used to develop several immunological techniques. Tissue-blot
immunoassay (TBIA) is probably the most widely used technique based on its citation in
numerous papers (Schenck et al., 1997; Comstock et al., 1998 and 2001; Rassaby et al., 1999;
Chatenet et al., 2001; Garces et al., 2005; Victoria et al., 2005). Double antibody sandwichenzyme linked immunoassay (DAS-ELISA) has also been successfully used to detect the
pathogen in infected plant material (Comstock et al., 1998; Scaglius, Lockhart, 2000;
Viswanathan, 2004). Monoclonal antibodies to SCYLV for use in TBIA were produced using
recombinant readthrough protein (Korimbocus et al., 2002b). More recently, an antibody to a
short peptide sequence was produced for diagnosis of isolates of SCYLV without interfering
reactions to sugarcane tissue or other viruses related to luteoviruses or poleroviruses (Wang et
al., 2005).
For rapid field diagnostic screening, the TBIA is the most efficient, as well as a technique
developed by Grisham et al. (2010) that detects infection in asymptomatic leaves with
hyperspectral remote sensing. The latter technique can be used in the field.
Thanks to these diagnostic techniques, it was possible to demonstrate that most sugarcane
varieties infected by SCYLV do not exhibit disease symptoms (Schenck, 2001). The virus was
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therefore spread around the world in symptomless but infected material for many years, until
efficient diagnostic tools were available, especially in quarantine (Chatenet et al., 2001).
Epidemiology of SCYLV
The virus resides in the phloem tissue of plants and is transmitted during vegetative
propagation of sugarcane by planting infected cuttings. SCYLV has never been detected in
seedlings issued from true seed, suggesting that the SCYLV, like other Luteoviridae, is not seedtransmitted. However, it was successfully transmitted by means of several aphid vectors. The
sugarcane aphid Melanaphis sacchari and the corn leaf aphid, Rhopalosiphum maidis, were both
able to transmit SCYLV from infected to healthy plants, but transmission efficiency was the
highest with M. sacchari which is the most common in sugarcane fields (Lockhart et al., 1996;
Scagliusi, Lockhart, 2000; Schenck, Lehrer, 2000). The virus was detected in inoculated plants
which also showed disease symptoms. SCYLV was not transmitted by Sipha flava, the yellow
sugarcane aphid, but the rice root aphid, R. rufiabdominalis, was able to transmit the virus from
infected wheat seedlings to wheat and oats (Schenck, Lehrer, 2000). McAllister et al. (2005,
2008) showed conclusively that spread of the virus in the field was correlated with infestations of
M. sacchari. Zhou et al. (2006) found another aphid vector, Ceratovacuna lanigera, that
transmitted SCYLV in China.
Saccharum species (including S. officinarum, commercial hybrids, and wild relatives) are
the only known natural hosts of SCYLV (Lockhart, Cronjé, 2000; Schenck, Lehrer, 2000;
Comstock et al., 2001;, Lehrer et al., 2001). Numerous grassy weeds were surveyed in Hawaii,
but all tested virus-free (Schenck, Lehrer, 2000). However, barley, oats, rice, sorghum, sweet
corn and wheat were successfully inoculated with SCYLV using viruliferous aphid vectors.
Incidence of SCYLV varies according to sugarcane varieties, but other factors not
elucidated yet must play a significant role. SCYLV occurs in Cuba, Sénégal and South Africa,
but its distribution is limited in these countries (Cronjé et al., 1998; Arocha et al., 1999). Low
rates of disease increase and survey results suggested that the industry-wide inoculum levels are
low in Louisiana (McAllister et al., 2008). In contrast, the incidence of the virus is very high in
locations such as Florida (Comstock et al., 1999), India (Viswanathan, 2002) and Réunion Island
(Rassaby et al., 1999). Aphid biotypes with different transmission efficiencies of SCYLV may
occur. Although M. sacchari is present in Réunion Island, surveys for several crop cycles
suggested that SCYLV is mainly transmitted by infected cuttings in this geographical location
(Rassaby et al., 2004).
Identification and characterization of the causal agent of sugarcane yellow leaf
Isometric virus-like particles of 24 to 29 nm in diameter were found by electron
microscopy both in phloem companion cells and in partially purified preparations from
symptomatic plants. Size and shape of these virus particles associated with a weak serological
reaction using Barley yellow dwarf virus (BYDV) serotype PAV antiserum suggested that the
causal agent of yellow leaf was a luteovirus (Lockhart et al., 1996; Vega et al., 1997; Scagliusi,
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Lockhart, 2000). Subsequently, the genome of this virus named Sugarcane yellow leaf virus
(SCYLV) was sequenced and sequence comparisons clearly established that SCYLV was a
member of the Luteoviridae virus family (Maia et al., 2000; Moonan et al., 2000; Smith et al.,
2000). Additionally, phylogenetic studies showed that SCYLV was an emerging virus that has
evolved by recombination between luteoviral and poleroviral ancestors (Moonan et al., 2000;
Smith et al., 2000).
The genome of SCYLV is monopartite and consists of a positive-sense single stranded
RNA of 5,895-5,898 nucleotides. The viral genome encodes at least six open reading frames
(ORFs 0-5) and shows a genome organization typical of poleroviruses. Although SCYLV shares
genomic properties with members of the genera Polerovirus and Luteovirus, it has been
assigned to the genus Polerovirus of the family Luteoviridae by the International Committee on
Taxonomy of Viruses on the basis of its striking similarities to the 5' half of the Polerovirus
genome (D'Arcy, Domier, 2005).
The peptide encoded by ORF0 was recently shown to function as a suppressor of
posttranscriptional gene silencing (Albert et al., 2005). ORFs 1 and 2 are translated together and
code for a multifunctional peptide and an RNA-dependent RNA polymerase (RdRp),
respectively. The peptide sequence encoded by ORF1 includes sequence motifs of both a serine
proteinase and a putative genome linked viral protein (VPg). ORF3 codes for the coat protein
and ORF4 for a movement protein, whereas the peptide encoded by ORF5 is a read-through
protein. This latter protein is produced via a translational read-through of the peptide encoded by
ORF3 and might be linked to virus transmission by aphids.
Genetic diversity of SCYLV
Following the development of reliable serological and molecular diagnostic techniques,
SCYLV was found to be widespread in most sugarcane producing countries (Lockhart, Cronjé,
2000). The worldwide distribution of SCYLV led several research groups to study the genetic
diversity of SCYLV. Moonan and Mirkov (2002) identified two groups of the pathogen among
virus isolates collected from North, South, and Central America. One group contained only
isolates from Colombia (C-population) and the second group (superpopulation) was formed by
the isolates from the other countries (Argentina, Brazil, Guatemala, USA/Florida-LouisianaTexas). Borg et al., (2001) showed that fingerprinting the viral sequence from various SCYLV
positive cultivars reveals diversity in SCYLV sequences both between, and within, different
geographic locations in the world. Based on phylogenetic analyses of sequences of the entire
translated genome of SCYLV, Abu Ahmad et al., (2006a) described the occurrence of three
different genotypes (BRA, ER and REU) within eight virus isolates from worldwide locations.
The name given to each of these genotypes was based on the geographical location where it was
first detected: Brazil, Peru and Réunion, respectively. Additionally, a virus isolate from Cuba,
that was partially sequenced, showed only 77-80% amino acid sequence identity in ORF1 with
isolates of genotypes BRA, REU and PER. This result suggested that the Cuban isolate
represented another genotype (genotype CUB) or even an isolate of a new virus species (Abu
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Ahmad et al., 2006a). Recently, another distinct SCYLV isolate was sequenced in China (Wang,
Zhou, 2010). It was most closely related to CUB and was named CHN1. Differences in
virulence have been shown to exist (Abu Ahmad et al., 2007).
Specific RT-PCR primers were successfully developed to analyze the distribution and
incidence of SCYLV genotypes BRA, CUB, PER and REU in different geographical locations in
the world. However, genotypes BRA and PER, that are phylogenetically relatively close, could
not be differentiated so far (Abu Ahmad et al., 2006b). These two genotypes were therefore
combined and called genotype BRA-PER. In a study that included 18 geographical locations
worldwide, only a single SCYLV genotype occurred in most sugarcane producing areas.
Genotype BRA-PER was the most widespread and found in all locations, whereas genotypes
CUB and REU were each found in four geographical locations only. Several genotypes of
SCYLV were found in locations such as Brazil, Colombia, Guadeloupe, Mauritius and Réunion
Island, suggesting different virus introductions and/or different evolution histories of the virus
after its introduction into a new environment (Abu Ahmad et al., 2006b).
Resistance of sugarcane to infection by SCYLV
SCYLV cannot be eliminated from infected stalk cuttings by hot water treatment
(Chatenet et al., 2001; Moutia, Saumtally, 2001). Virus-free plants can be produced by meristem
tip culture (Chatenet et al., 2001; Fitch et al., 2001; Lehrer et al., 2001) and regeneration of
plantlets from callus culture (Parmessur et al., 2002). These techniques are useful for quarantine
and shipping of virus-free plants. However, they are not effective for control of yellow leaf in the
field. When the aphid vectors exist in a contaminated sugarcane production area, susceptible
sugarcane cultivars will be rapidly reinfected (Schenck, Lehrer, 2000). Sugarcane response to
infection by SCYLV and to yellow leaf varies according to the variety, and numerous varieties
can be infected by the pathogen without exhibiting disease symptoms (Schenck, 2001). High
incidence of infection was reported in CP clones in Florida, suggesting that little resistance exists
among these clones (Comstock, Miller, 2003). After inoculation of 29 commercial sugarcane
varieties and eight clones of various Saccharum and Erianthus species with SCYLV in
Colombia, incidence of the virus varied between 0 and 100% (Victoria et al., 2005). Differences
in virus infection rates between different species of Saccharum were also reported in Hawaii
(Schenck, Lehrer, 2000). In the world collection of sugarcane and related grasses in Florida,
incidence of SCYLV ranged from 7% in S. spontaneum, the most resistant group, to 76% in S.
officinarum, the most susceptible group (Comstock et al., 2001). Resistance to sugarcane
infection by SCYLV and to yellow leaf therefore appears the most promising method to control
the disease. In Colombia, a cross between a susceptible female parent and a resistant male parent
resulted in mostly resistant progeny (Victoria et al., 2005).
In Hawaii, several locally produced varieties always tested virus-free using TBIA both in
the field and after controlled inoculation with viruliferous aphids (Schenck, Lehreer, 2000).
Other varieties generally gave 30% -35% positive blots in each test, while others gave 85-99%
positive blots. Eventually, analyses using quantitative RT-PCR proved that these differences
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were due not to infection percentages, but to virus titre (Zhu et al., 2010). The TBIA test failed to
detect low virus titre that the more sensitive test detected. It is now known that infected
Hawaiian varieties vary consistently in virus titre which may constitute a difference in
physiological resistance to virus multiplication. No Hawaiian variety has so far been found to be
completely resistant to infection.
Resistance to the virus measured as lack of infection in inoculated plants or as lower titer
in transgenic lines was obtained through genetic transformation (Rangel, et al., 2005; Zhu et al.,
2011). The nontranslatable SCYLV coat protein construct pFM395 used in these studies was
developed by Moonan and Mirkov (1999). Genetic transformation may prove to be effective in
producing resistant sugarcane, but raises the question of market acceptance and EPA clearance
for commercial use.
Conclusion
Extensive research has been conducted on SCYLV since the discovery of the causal
agent of sugarcane yellow leaf in 1996. Diagnostic methods were developed and important
knowledge regarding the biology and genetics of SCYLV has been gained. However, more
studies are needed to understand the sugarcane/SCYLV pathosystem, especially the interactions
between the host, the pathogen and the aphid vector. Future research will most likely be focused
on control of the disease, through conventional breeding and biotechnological methods.
References
Abu Ahmad, Y.; Rassaby, L.; Royer, M.; Borg, Z.; Braithwaite, K.S.; Mirkov, T.E.; Irey, M.S.;
Perrier, X.; Smith, G.R.; Rott, P. 2006a. Yellow leaf of sugarcane is caused by at least
three different genotypes of sugarcane yellow leaf virus, one of which predominates on
the Island of Réunion. Archives of Virology. 17 p.
Abu Ahmad, Y.; Royer, M.; Daugrois, J.-H.; Costet, L.; Lett, J.-M.; Victoria, J.I.; Girard, J.-C.;
Rott, P. 2006b. Geographical distribution of four sugarcane yellow leaf virus genotypes.
Plant Dis. 90:1156-1160.
Abu Ahmad, Y.; Costet, L.; Daugrois, J.-H.; Nibouche, S.; Letourmy, P.; Girard, J.-C.; Rott, P.
2007. Variation in infection capacity and in virulence exists between genotypes of
Sugarcane yellow leaf virus. Plant Dis. 91:253-259.
Albert, H.H.; Mangwende, T.; Wang, M.-L.; Mirkov, T.E. 2005. functional analysis of the PO
protein of Sugarcane yellow leaf virus: A suppressor of posttranscriptional gene
silencing. In Proceedings of the XIVth International Plant & Animal Genome
Conference, San Diego, California, USA. Abstract W27.
Aljanabi, S.M.; Parmessur, Y.; Moutia, Y.; Saumtally, S.; Dookun, A. 2001. Further evidence of
the association of a phytoplasma and a virus with yellow leaf syndrome in sugarcane.
Plant Pathol. 50:628-636.

7

Arocha, Y.; Gonzalez, L.; Peralta, E.L.; Jones, P. 1999. First report of virus and phytoplasma
pathogens associated with yellow leaf syndrome of sugarcane in Cuba. Plant Dis.
83:1177.
Arocha, Y.; López, M.; Fernández, M.; Piñol, B.; Horta, D.; Peralta, E.L.; Almeida, R.; Carvajal,
O.; Picornell, S.; Wilson, M.R.; Jones, P. 2005. Transmission of a sugarcane yellow leaf
phytoplasma by the delphacid planthopper Saccharosydne saccharivora, a new vector of
sugarcane yellow leaf syndrome. Plant Pathol. 54:634-642.
Avila, R.; Arrieta, M.C.; Villalobos, W.; Moireira, L.; Lockhart, B.E.G.; Rivera, C. 2001. First
report of Sugarcane yellow leaf virus (ScYLV) in Costa Rica. Plant Dis. 85:919.
Borg, Z.; Moonan, R.; Braithwaite, K.; Mirkov, T.E.; Smith, G. 2001. Characterizing the genetic
diversity of Sugarcane yellow leaf virus. Proc. Intern. Soc. Sugar Cane Technol. Congr.,
24:654-656.
Borth, W.; Hu, J.S.; Schenck, S. 1994. Double-stranded RNA associated with sugarcane
yellowleaf syndrome. Sugar Cane, 3:5-8.
Chatenet, M.; Delage, C.; Ripolles, M.; Irey, M.; Lockhart, B.E.L.; Rott, P. 2001. Detection of
Sugarcane yellow leaf virus in quarantine and production of virus-free sugarcane by
apical meristem culture. Plant Dis. 85:1177-1180.
Comstock, J.C.; Miller, J.D. 2003. Incidence and spread of sugarcane yellow leaf virus in
sugarcane clones in the CP-cultivar development program at Canal Point. Jour. Amer.
Soc. Sugarcane Technol. 23:71-78.
Comstock, J.C.; Irvine, J.E.; Miller, J.D. 1994. Yellow leaf syndrome appears on the United
states mainland. Sugar Journal, 56:33-35.
Comstock, J.C.; Irey, M.S.; Lockhart, B.E.L.; Wang, Z.K. 1998. Incidence of yellow leaf
syndrome in CP cultivars based on polymerase chain reaction and serological
techniques. Sugar Cane 1998 (4):21-24.
Comstock, J.C.; Miller, J.D.; Tai, P.Y.P.; Follis, J.E. 1999. Incidence of and resistance to
sugarcane yellow leaf virus in Florida. Proc. Intern. Soc. Sugar Cane Technol. Congr.
23:366-372.
Comstock, J.C.; Miller, J.D.; Schnell, R.J. 2001. Incidence of sugarcane yellow leaf virus in
clones maintained in the world collection of sugarcane and related grasses at the United
States National Repository in Miami, Florida. Sugar Tech, 3(4):128-133.
Cronjé, C.P.R.; Tymon, A.M.; Jones, P.; Bailey, R.A. 1998. Association of a phytoplasma with a
yellow leaf syndrome of sugarcane in Africa. Ann. Appl. Biol. 133:177-186
D'Arcy, C.J.; Domier, L.L. 2005. Luteoviridae. In:Virus Taxonomy. VIIIth Report of the
International Committee on Taxonomy of Viruses. C.M. Fauquet, M.A. Mayo, J.
Maniloff, U. Desselberger, and L.A. Ball (Eds). Elsevier Academic Press, New York,
USA pp.891-900.
Fitch, M.M.M.; Lehrer, A.T.; Komor, E.; Moore, P.H. 2001. Elimination of Sugarcane yellow
leaf virus from infected sugarcane plants by meristem tip culture visualized by tissue blot
immunoassay. Plant Pathol. 50:676-680.
8

Fontaniella, B.; Vicente, C.; Legaz, E.M.; de Armas, R.; Rodriguez, C.W.; Martine, M.; Piñon,
D.; Acevedo, R.; Solas, M.T. 2003. Yellow leaf syndrome modifies the composition of
sugarcane juices in polysaccharides, phenols and polyamines. Plant Physiol. Biochem.
41:1027-1036.
Garces, F.F.; Balladarez, C.; Quiridumbay, G.; Muñoz, C. 2005. Diagnosis of leaf fleck, leaf
scald, mosaic, ratoon stunting disease in commercial fields and quarantine in Ecuador.
Proc. Intern. Soc. Sugar Cane Technol. Congr. 25:695-700.
Gonçalves, M.C.; Klerks, M.M.; Verbeek, M.; Vega, J.; van den Heuvel, J.F.J.M. 2002. The use
of molecular beacons combined with NASBA for the sensitive detection of Sugarcane
yellow leaf virus. Eur. J. Plant Pathol. 108:401-407.
Gonçalves, M.C.; Vega, J.; Oliveira, G.J; Gomes, M.A.M. 2005. Sugarcane yellow leaf virus
infection leads to alterations in photosynthetic efficiency and carbohydrate accumulation
in sugarcane leaves. Fitopatol. Brasil. 30:10-16.
Grisham, M.P.; Johnson, R.M.; Zimba, P.V. 2010. Detecting Sugarcane yellow leaf virus
infection in asymptomatic leaves with hyperspectral remote sensing and associated leaf
pigment changes. Jour. Virol. Methods 167:140-145.
Grisham, M.P.; Pan, Y.-B.; Legendre, B.L.; Godshall, M.A.; Eggleston, G. 2001. Effect of
sugarcane yellow leaf virus on sugarcane yield and juice quality. Proc. Intern. Soc. Sugar
Cane Technol. Congr. 24:434-438.
Grisham, M.P.; Pan, Y.B.; White, W.H.; Godshall, M.A.; Legendre, B.L.; Comstock, J.C. 2002.
Potential effect of yellow leaf syndrome on the Louisiana sugarcane industry. Jour.
Amer. Soc. Sugar Cane Technol. 22:125-126.
Irey, M.; Baucum, L.S.; Derrick, K.S.; Manjunath K.L.; Lockhart, B.E. 1997.
Detection of the luteovirus associated with yellow leaf syndrome of sugarcane (YLS) by
a reverse transcriptase polymerase chain reaction and incidence of YLS in commercial
varieties in Florida. ISSCT Abstr. Pathol. Mol. Biol. Workshop, Umhlanga Rocks, South
Aftica.
Izaguirre-Mayoral, M.L.; Carballo, O.; Alceste, C.; Romano, M.; Nass, H.A. 2002. Physiological
performance of asymptomatic and yellow leaf syndrome-affected sugarcanes in
Venezuela. Jour. Phytopathol. 150:13-19.
Korimbocus, J.; Coates, D.; Barker, I.; Boonham, N. 2002a. Improved detection of Sugarcane
yellow leaf virus using a real-time fluorescent (TaqMan) RT-PCR assay. Jour. Virol.
Methods. 103:109-120.
Korimbocus, J.; Preston, S.; Danks, C.; Barker, I.; Coates, D.; Boonham, N. 2002b. Production
of monoclonal antibodies to Sugarcane yellow leaf virus using recombinant readthrough
protein. Jour. Phytopathol. 150:488-494.
Lehrer, A.; Moore, P.H.; Komor, E. 2007. Impact of Sugarcane yellow leaf virus (SCYLV) on
the carbohydrate status of sugarcane: Comparison of virus-free plants with symptomatic
and asymptomatic virus-infected plants. Physiol. Mol. Plant Pathol. 71:180-188.

9

Lehrer, A.T.; Schenck, S.; Fitch, M.M.M.; Moore, P.H.; Komor, E. 2001. Distribution and
transmission of sugarcane yellow leaf virus (SCYLV) in Hawaii and its elimination from
seedcane. Proc. Intern. Soc. Sugar Cane Technol. Congr. 24:439-443.
Lockhart, B.E.L.; Cronjé, C.P.R. 2000. Yellow leaf syndrome. In: A Guide to Sugarcane
Diseases. P. Rott, R.A. Bailey, J.C. Comstock, B.J. Croft and S. Saumtally (Eds.) La
Librairie du Cirad, Montpellier, France pp. 291-295.
Lockhart, B.E.L.; Irey, M.S.; Comstock, J.C. 1996. Sugarcane bacilliform virus, sugarcane mild
mosaic virus and sugarcane yellow leaf syndrome. In: Sugarcane Germplasm
Conservation and Exchange. B.J. Croft, C.M. Piggin, E.S. Wallis, and D.M. Hogarth
(Eds.) ACIAR Proceedings No. 67. Canberra, Australia pp. 108-112.
Maia, I.G.; Gonçalves, M.C.; Arruda, P.; Vega, J. 2000. Molecular evidence that sugarcane
yellow leaf virus (ScYLV) is a member of the Luteoviridae family. Arch. Virol.,
145:1009-1019.
McAllister, C.D.; Hoy, J.W.; Reagan, T.E. 2005. Temporal increase of yellow leaf of sugarcane
in Louisiana. Proc. Intern. Soc. Sugar Cane Technol. Congr. 25:711-714.
McAllister, C.D.; Hoy, J.W.; Reagan, T.E. 2008. Temporal increase and spatial distribution of
sugarcane yellow leaf and infestations of the aphid vector, Melanaphis sacchari. Plant
Dis 92:607-615.
Moonan, F.; Mirkov, T.E. (1999). Development of methods for pathogen identification and of
conventional and nonconventional strategies for control of Yellow Leaf Syndrome of
Sugarcane. ICSB (International Consortium of Sugarcane Biotechnology) Project #11,
Final Report.
Moonan, R.; Mirkov, T.E. 2002. Analyses of genotypic diversity among North, South, and
Central American isolates of Sugarcane yellow leaf virus: Evidence for Colombian
origins and for intraspecific spatial phylogenetic variation. Jour. of Virol. 76:1339-1348.
Moonan, R.; Molina, J.; Mirkov, T.E. 2000. Sugarcane yellow leaf virus: an emerging virus that
has evolved by recombination between Luteoviral and Poleroviral ancestors. Virology
269:156-171.
Moutia, J.-F.Y.; Saumtally, S. 2001. Diagnosis of sugarcane yellow leaf virus in cane juice and
the effect of hot water treatment on its control. Proc. Intern. Soc. Sugar Cane Technol.
Congr. 24:444-450.
Parmessur, U.; Aljanabi, S.; Saumtally, S.; Dookun-Saumtally, A. 2002. Sugarcane yellow leaf
Virus and sugarcane yellows phytoplasma: elimination by tissue culture. Plant Pathol.,
51:561-566.
Rangel, M.P.; Gomez, L.; Victoria, J.I.; Angel, F. 2005. Transgenic plants of CC84-75 resistant
to the virus associated with the sugar cane yellow leaf disease. Proc. ISSCT 25:564-571.
Rassaby, L.; Girard, J.C.; Irey, M.S.; Lockhart, B.E.L.; Rott, P. 1999. Survey of sugarcane
yellow leaf syndrome in Réunion Island. Sugar Cane, 10:16-18.

10

Rassaby, L.; Girard, J.C.; Letourmy, P.; Chaume, J.; Irey, M.S.; Lockhart, B.E.L.; Kodja, H.;
Rott, P. 2003. Impact of Sugarcane yellow leaf virus on sugarcane yield and juice quality
in Réunion Island. Eur. J. Plant Pathol. 109:459-466.
Rassaby, L.; Girard, J.C.; Lemaire, O.; Costet, L.; Irey, M.S.; Kodja, H.; Lockhart, B.E.L.; Rott,
P. 2004. Spread of Sugarcane yellow leaf virus in sugarcane plants and fields on the
Island of Réunion. Plant Pathol. 53:117-125.
Ricaud, C. 1968. Yellow wilt of sugarcane in eastern Africa. Sugarcane Pathol. Newsl. 1:4549.
Rott, P.; Comstock, J.C.; Croft, B.J; Kusalwong, A.; Saumtally, S.A. 2005. Advances and
challenges in sugarcane pathology. Proc. Intern. Soc. Sugar Cane Technol. Congr.
25:607-614.
Rott, P.; Mirkov, T.E.; Schenck, S.; Girard, J.-C. 2007. Recent advances in research on
Sugarcane yellow leaf virus, the causal agent of sugarcane yellow leaf. 26th ISSCT
Congr. Durbin South Africa: pp. 1-13.
Scagliusi, S.M.; Lockhart, B.E.L. 2000. Transmission, characterization, and serology of a
luteovirus associated with yellow leaf syndrome of sugarcane. Phytopathology 90:120124.
Schenck, S. 1997. Pathology Report 67. Hawaii Agriculture Research Center. 4 p.
Schenck, S. 2001. Sugarcane yellow leaf syndrome: history and current concepts. pp. 25-35 In
Sugarcane Pathology Volume II: Virus and Phytoplasma Diseases. Rao, G.P., Ford, R.E.,
Tosic, M., and Teakle, D.S. (Eds.) Science Publishers, Inc. Enfield, USA.
Schenck, S.; Lehrer, A.T. 2000. Factors affecting the transmission and spread of Sugarcane
yellow leaf virus. Plant Dis. 84:1085-1088.
Schenck, S.; Hu, J.S.; Lockhart, B.E.L. 1997. Use of a tissue blot immunoassay to determine the
distribution of Sugarcane yellow leaf virus in Hawaii. Sugar Cane. 4:5-8.
Smith, G.R.; Borg, Z.; Lockhart, B.E.L.; Braithwaite, K.S.; Gibbs, M.J. 2000. Sugarcane yellow
leaf virus; a novel member of the Luteoviridae that probably arose by inter-species
recombination. Jour. Gen. Virol. 81:1865-1869.
Smith, G.R.; Braithwaite, K.S.; Cronjé, C.P.R . 2001. The viral and phytoplasma forms of
yellow leaf syndrome of sugarcane. Proc. Intern. Soc. Sugar Cane Technol. Congr.
24:614-617.
Vega, J.; Scagliusi, S.M.M.; Ulian, E.C. 1997. Sugarcane yellow leaf disease in Brazil: evidence
of association with a luteovirus. Plant Dis. 81:21-26.
Victoria, J.I.; Avellaneda, M.C.; Angel, J.C.; Guzmán, M.L. 2005. Resistance to Sugarcane
yellow leaf virus in Colombia. Proc. Intern. Soc. Sugar Cane Technol. Congr. 25:664670.
Viswanathan, R. 2002. Sugarcane yellow leaf syndrome in India: Incidence and effect on yield
parameters. Sugar Cane Intern. 20(5):17-23.

11

Viswanathan, R. 2004. Ratoon stunting disease infection favours severity of yellow leaf
syndrome caused by sugarcane yellow leaf virus in sugarcane. Sugar Cane Intern.
22(2):3-7.
Wang. M.L.; Schenck, S.; Albert, H. 2005. Antibody to a short peptide sequence detected
sugarcane yellow leaf virus isolates from several sources. Sugar Cane Intern. 23(3):2527.
Wang, M.-Q.; Zhou, G.-H. 2010. A near-complete genome sequence of a distinct isolate of
Sugarcane yellow leaf virus from China, representing a sixth new genotype. Virus Genes
41:268-272.
Zhou, G.; Li, J.; Xu, D.; Shen, W.; Deng, H. 2006. Occurence of Sugarcane yellow leaf virus in
South China and its transmission by the sugarcane-colonizing aphid, Ceratovacuna
lanigera. Scientia Agricultura Sinica 39(10):2023-2027.
Zhu, Y.J.; Lim, S.T.S.; Schenck, S.; Arcinas, A., Komor, E. 2010. RT-PCR and quantitative realtime RT-PCR detection of Sugarcane yellow leaf virus (SCYLV) in symptomatic and
asymptomatic plants of Hawaiian sugarcane cultivars and the correlation of SCYLV titre
to yield. Eur. Jour. Plant Pathol. 127:263-273.
Zhu, Y.J.; McCafferty, H.; Osterman, G.; Lim, S.; Agbayani, R.; Lehrer, A.; Komor, E. 2011.
Genetic transformation with untranslatable coat protein gene of Sugarcane yellow leaf
virus reduces virus titers in sugarcane. Transgenic Res. 20:503-512.

12

